In humans two types of immunoglobulin alpha (IgA) exist which differ in terms of their glycosylation on the a heavy chain: IgA 1 has two N-linked glycans and 5 0-glycans per heavy chain, IgA2 has 4-5 N-glycans but no 0-glycans per heavy chain [ 11. It appears that the glycosylation of IgA may vary depending on the tissue source. For example the 0-glycosylation of IgAl from milk [ 21 and serum [ 31 has been analysed in separate studies and found to differ in degree of sialylation. It may be that the glycosylation of IgA differs between individuals. Studies were thus undertaken to analyse the 0-glycans of IgAl from parotid saliva. Previously purification of IgA from parotid saliva has often involved long and complicated protocols including acid precipitation which can oxidize carbohydrates, particularly sialic acid. Gel filtration of parotid saliva provided a novel one step purification of secretory IgA that did not affect any carbohydrates present.
collected from 4 healthy individuals using Lashley cups placed over the ductal orifice of the parotid gland. Salivary secretory IgA (sIgA) was separated from each saliva by gel filtration on a Superose 12 column (Pharmacia, Uppsala, Sweden) equilibrated with PBS, pH 7.6. One ml fractions of eluate were collected and absorbance monitored at 215 nm, which was necessary in order to avoid inclusion of the highly glycosylated parotid proline -rich protein (GI) [4] . Secretory IgA was localized in fractions [4] [5] [6] (see Figure 1 ) by slot-blotting eluted fractions onto nitrocellulose membrane and probing with antisera to a chain and secretory component. However to avoid contamination by GI only fractions 4 and 5 were pooled and used for further analysis.
In the present study lemon drop stimulated salivas were Fractions were slot-blotted and probed for a-chain and secretory piece (SP; also referred to as secretory component). Secretory IgA was present in fractions [4] [5] [6] and a peak of 2 15nm absorbing contaminating protein was present in fraction 6.
Both Jacalin and MF' A bind to sialylated or non-sialylated GalRl,3GalNAc 0-glycans. The equal binding intensities of these lectins to the a heavy chain of sIgA isolated from different subjects suggests that equal amounts of IgAl are present in the samples. DBA binds to 0-linked terminal GalNAc and again shows similar amounts of binding in all lanes. PNA, specific for non-sialylated GalBl,3GalNAc sequences, shows variable binding between lanes, suggesting that the amount of sialic acid linked to 0-glycans (GalRI,3GalNAc) varies between individuals. IgAl degrading proteases from bacteria such as Streptococcus sanguis and Streptococcus oralis are known to be more effective once the 0-glycans of IgA 1 have been desialylated [5] . It would be interesting therefore to quantify the amounts of 0-sialylation of salivary sIgA in subjects who are prone to repeated bacterial infections.
